Listeria monocytogenes is an important foodborne pathogen that primarily affects pregnant women, neonates, the elderly and immune-compromised individuals, and it may cause abortion, septicemia, and meningitis. From the 13 capsular groups described, serotypes 4b, 1/2b and 1/2a are most closely related to human infection. For this reason, serotyping has limited value as an epidemiological tool; thus, improved discriminatory typing methods are required to enhance knowledge of L. monocytogenes contamination and infection. The aim of this study was to characterize the genetic diversity of L. monocytogenes isolates in the pork processing industry in Sao Paulo, Brazil and human infection isolates by ERIC-PCR and single enzyme AFLP. Serotypes 1/2c and 4b were frequent among isolates from pork and slaughterhouse/market environments, whereas serotypes 4b and 1/2a were observed among human isolates. ERIC-PCR and AFLP revealed 34 and 31 distinct profiles, respectively, which had tendencies of separation according to serogroup and isolate origin. The genetic profiles from slaughterhouse and market environments suggest the possibility of different sources of Listeria contamination in the environment, although in certain cases, continuous contamination caused by the persistence of clonal strains is also a possibility.
North America and Europe 1, 2 . L. monocytogenes is a non-sporulated, gram-positive rod that can infect humans and animals 3 and is considered a troublesome agent for the food industry due to its ability to grow at low temperatures, adhere to various contact surfaces, and adapt to disinfectants 4 . The major clinical symptoms of human listeriosis are abortion, septicemia, and meningitis, and it primarily affects pregnant women, neonates, the elderly and immunecompromised individuals 1 . Thirteen serotypes have been described for L.
monocytogenes based on capsular antigens; serotypes 4b, 1/2b and 1/2a are most frequently related to human infection 1, 5 , with serotype 4b associated with epidemic outbreaks and serotypes 1/2a and 1/2b related to sporadic infections 6 . There have been reports of meningitis, abortion, neonatal infection and diarrhea caused by L. monocytogenes in different states of Brazil 7, 8 . The serotypes isolated in the Brazilian territory from 1969 to 2000 were 4b, 1/2b, 1/2a, 4a, 1/2c and 3a 9 .
Listeria monocytogenes has been isolated from foods such as milk, dairy products, vegetables, sliced vacuum-packaged meat products, chicken, pork, fish, raw and processed meat, as well as the environment of the food processing industry, from the slaughterhouse to the processing and packaging rooms 1, 10, 11, 12 . In Europe, the epidemiologic link between environmental, animal, food and human samples has already been established using molecular typing methods to compare samples from different origins 10, 11 .
In Brazil, L. monocytogenes has been isolated from dairy products, sausages, salami, chicken, shrimp and animal carcasses 13, 14, 15, 16, 17 . In the last two decades, a few studies in Brazil have compared isolates from food, animals and the food processing environment, employing molecular typing methods to find a possible epidemiological relationship between the sources 16, 18 , although no study has compared these strains with human isolates. Therefore, the aim of this study was to characterize the genetic diversity of 
Material and Methods

Bacterial strains
DNA isolation and PCR amplification
Purified DNA was recovered using a DNA 
Enterobacterial Repetitive Intergenic Consensus
Sequences (ERIC-PCR)
ERIC-PCR was performed as previously described 
Amplified Fragment Length Polymorphism (AFLP)
Restriction endonuclease digestion and ligation was performed using a modification of a described method 24 .
To 
Results
Serotyping
Serotype 4b was the most commonly isolated (37.7%), followed by 1/2c (31.1%), 1/2b (20.0%) and 1/2a (11.1%).
Among isolates from pork and slaughterhouse/market environments, serotypes 4b and 1/2c were the most present, and serotypes 4b and 1/2a were more common among human isolates (Table 1) .
ERIC-PCR analysis
All 90 L. monocytogenes isolates were confirmed by PCR using primers for the hly gene by the presence of a 174 bp band fragment, as described by Border et al. 21 . All isolates were also examined and characterized 
Discussion
All serotypes isolated in the present study (1/2a, 
Conclusions
The present study determined that in the 
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